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.V ■ 3 <110> APPLICANT: Lead B.V. 

4 NOTEBORN, Mathieu Hubertus Maria 

5 DAMEN-VAN OORSCHOT, Astrid Adriana Anna Maria 

7 <120> TITLE OF INVENTION: MOLECULES INTERACTING WITH APOPTIN 
9 <130> FILE REFERENCE: 2906-5008 
C— > 11 <140> CURRENT APPLICATION NUMBER: US/09/555 , 981E 
12 <141> CURRENT FILING DATE: 2000-06-26 

14 <150> PRIOR APPLICATION NUMBER: PCT/NL98 /OO 687 

15 <151> PRIOR FILING DATE: 1998-12-03 

17 <150> PRIOR APPLICATION NUMBER: EP 97203781.6 

18 <151> PRIOR FILING DATE: 1997-12-12 
20 <160> "NUMBER OF SEQ ID NOS : 17 

22 <170> SOFTWARE: Patentin version 3.0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 17 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Artificial Sequence 
2 9 <220> FEATURE: 

30 <221> NAME/KEY: inisc_f eature 

31 <223> OTHER INFORMATION: pACT-specif ic sequencing primer 

33 <400> SEQUENCE: 1 

34 taccactaca atggatg 17 
37 <210> SEQ ID NO: 2 

V 38 <211> LENGTH: 15 

39 <212> TYPE: PRT 

40 <213> ORGANISM: Artificial Sequence 

42 <220> FEATURE: 

43 <221> NAME/KEY: misc_f eature 

44 <223> OTHER INFORMATION: Hou/Nmi-like protein putative iininunogenic peptide 
4 6 <4 00> SEQUENCE: 2 

4 8 Arg Asn Gly Gly Gly Glu Val Asp Arg Val Asp Tyr Asp Arg Gin 
^ 49 1 5 10 15 

51 <210> SEQ ID NO: 3 

52 <211> LENGTH: 16 
* 53 <212> TYPE: PRT 

54 <213> ORGANISM: Artificial Sequence 

56 <220> FEATURE: 

57 <221> NAME/KEY: misc_f eature 

58 <223> OTHER INFORMATION: IFP35-like protein putative immunogenic peptide 
60 <4 00> SEQUENCE: 3 

; 62 Cys Gin Leu Arg Lys Glu Leu Gly Asp Ser Pro Lys Asp Lys Val Pro 
63 1 5 10 15 

65 <210> SEQ ID NO: 4 
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305 

<210> SEQ ID NO: 8 

<211> LENGTH: 659 

<212> TYPE: DNA 

<213> ORGANISM: Homo sapiens 

<220> FEATURE: 

<221> NAME/KEY: inisc_f eature 
<222> LOCATION: (1) . . . (659) 

<223> OTHER INFORMATION: for any n in the sequence, n is an undefined base 
<400> SEQUENCE: 8 
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<210> SEQ ID NO: 9 

<211> LENGTH: 630 

<212> TYPE: DNA 

<213> ORGANISM: Homo sapiens 

<220> FEATURE: 

<221> NAME/KEY: misc^feature 
<222> LOCATION: (1) 
<223> OTHER INFORMATION 
<400> SEQUENCE: 9 



(630) 

for any n in the sequence, n is an undefined base 
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297 ccaaagtggc tgagcaggtg ctgcaacaaa aggagcacac gatcaacatg gaggagtgcc 60 

299 ggctgcgggt gcaggtccag cccttggagc tgcccatggt caccaccatc caggtgtcca 120 

301 gccagttgag tggccggagg gtgttggtca ctggatttcc tgccagcctc aggctgagtg 180 

303 aggaggagct gctggacaag ctagagatct tctttggcaa gactaggaac ggaggtggcg 240 

305 atgtggacgt tcgggagcta ctgccaggga gtgtcatgct ggggtttgct agggatggag 300 

W — > 307 tggctcagcg tctgtgccaa atcggccaag ttcacagtgc cactgggtgg gcancaagtc 360 

309 cctctgagag tctctccgta tgtgaatggg gagatccaga aggctgagat caggtcgcan 420 

311 ccagttcccc nctcggtact gggtgctcaa cattcctgat atcttggatt ggcccggagc 480 

313 tgcatnacgt cctgganatc aacttcanaa gcccacccgc cggggcngng aggtanaagg 540 

315 cctgacatcn ttaccccaaa ggacagcatg gncctaacag tcctcacctc cnaatcangc 600 

317 tnnggggctn cccttctanc ntcccaactg 630 



320 <210> SEQ ID NO: 10 

321 <211> LENGTH: 631 

322 <212> TYPE: DNA 

323 <213> ORGANISM: Homo sapiens 

325 <220> FEATURE: 

326 <221> NAME/KEY: misc_feature 

327 <222> LOCATION: {1)_.(631) 

328 <223> OTHER INFORMATION: for any n in the sequence, n is an undefined base 



330 <400> SEQUENCE: 10 

331 ggatccactg ccctctgctt gcgggctctg ctctgatcac ctttgatgac cccaaagtgg 60 
333 ctgagcaggt gctgcaacaa aaggagcaca cgatcaacat ggaggagtgc cggctgcggg 120 
335 tgcaggtcca gcccttggag ctgcccatgg tcaccaccat ccaggtgatg gtgtccagcc 180 

W — > 337 anttgagtgg ccggagggtg ttggtcactg gatttcctgc cagcctcagg ctgantgagg 240 

339 aggagctgct ggacaagcta tgagatcttc tttggcaana ctangaacgg angtggcgat 300 

341 gtggacgttc gggagctact gccagggagt gtcatgctgg ggtttgctac ggatggagtg 360 

343 gctcagcgtc tgtgccaaat cggccagttc acaagtgcca ctgggtgggc agcaagtccc 420 

345 tctgagagtc tctccgtatg tgantggnga gatcagaatg ctganattaa gtcgcatcca 480 

347 attcctcgct cnggtactgg tgctcannat cctganatct tggattggcc ccngantnca 54 0 

34 9 tganatctgg nagattcaat tncanaagtc canccnncng ngncgggaag tanangcccg 600 

351 ananttcntn ncntanggnc agcanngcct g 631 



354 <210> SEQ ID NO: 11 

355 <211> LENGTH: 138 

356 <212> TYPE: PRT 

357 <213> ORGANISM: Homo sapiens 
359 <400> SEQUENCE: 11 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

-Seq#:4; N Pos . 579, 634,656, 657, 658 

Seq#:5; N Pos. 89,213,218,305,314,328,343,380,439,462,471,474,490,500,520 
Seq#:5; N Pos. 521,532, 535, 546, 565, 582, 589,608, 614, 624, 637, 639, 645,646, 651 
-Seq#:5; N Pos. 655, 657,660, 661, 673, 682, 688, 692,701, 716 

Se-q#:8; N Pos. 188, 192,228, 237, 245, 259,296, 344, 380, 388, 395, 404, 411, 482, 497 
Seq#:8; N Pos. 590,640,657 

Seq#:9; N Pos. 354,420,431,486,497,508,527,529,536,550,572,592,598,602,603 
Seq#:9; N Pos. 610,619,621 

Seq#:10; N Pos. 182,235,279,284,292,444,448,465,492,507,508,516,533,536,538 
Seq#:10; N Pos. 544,551,562,565,573,576,577,579,581,583,593,595,602,604,608 
Seq#:10; N Pos. 610,611,613,616,619,625,626 

Seq#:13; Xaa Pos. 64,82,96,97,100,149,150,155,163,168,170,176,177,179,185 
Seq#:13; Xaa Pos. 186,189,190,191,192,195,196,198,199,201,202,203,204,206 
Seq#:16; Xaa Pos. 137,14 6,173,177,179,197,202,205,213 
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L:ll M:270 C: Current Application Number differs. Replaced Current Application Number 
L:94 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 after pos.:540 
M:341 Repeated in SeqNo=4 

L:112 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos.:60 
M:341 Repeated in SeqNo=5 

-L:269 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:8 after pos.:180 
M:341 Repeated in SeqNo=8 

L:307 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:9 after pos,:300 
^M:341 Repeated in SeqNo=9 

L;337 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:10 after pos.:180 
M:341 Repeated in SeqNo=10 

L:470 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:13 after pos.:48 
M:341 Repeated in SeqNo=13 

L:716 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:16 after pos.:128 
M:341 Repeated in SeqNo=16 
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